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Research experience:
Purcell has been at the forefront of antigen presentation and immunopeptidome research for the past
20 years and has made many contributions to the field. For example, in the last 5 years,
quantification of tumour, viral and self epitopes at the surface of relevant cell types; differentiating
ligand binding specificity of closely related HLA molecules at qualitative and quantitative levels
(e.g. for HLA B27, B44 and DR4 allomorphs); identification of post-translationally modified
peptides as targets in cancer, infectious and autoimmune diseases and the development of new
methodologies for in depth peptidome analysis. Moreover he has successfully taken these
observations and placed them into clinical context to not just drive technology but critically inform
the biology of disease.
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